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RACE EJOS5  Eriocheir japonica ovary gene 5 EJOS cD-
NA GenBank AY185921 . c¢DNA 1425 bp 585 bp 194
22344 9.5.
EJO5 RACE ¢DNA
Q953 A 1001-4616 2004 01-0071-03
Eriocheir japonica sinensts
1—4
RACE 1 poly A
625 bp blast 1 EST expressed sequence tag EST 1
5'RACE RACE ¢DNA ? cDNA
1
1.1
|
1.2
Tag DNA T/A pGEM-T Easy Vector System  Promega
1.3 5'RACE
1.3.1
cDNA ! F386 EST002 GenBank CA591893
RACE ¢DNA EST002 cDNA 1 poly A
625 bp gene runner 625 bp 5'RACE gene special
primer GSP C,-5 5" - AGT CIT TTA GGG TTIT CGG GTG G -3".
1.3.2 5'RACE
C,-5  S5'RACE 5" — AAG CAG TGG TAT CAA CGC AGA GT-3" RACE
c¢DNA : cDNA 100 PCR .PCR 30 uL 10 x PCR buffer
3.0 L dNTP Mix 2 mmol/L 2.0 uL. Mg®* 25 mmol/L 1.8 ul. Tag DNA 0.2 pL 1.5pL
5 pmol/L 1.0 pL. 19.5 pL.. PCR 95°C 5 min 94°C 50 s 60°C
30s 72°C 2 min 35 72°C 20 min.
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1.3.3 5'RACE PCR

5'RACE PCR pGEM — T Easy Vector JM109 .

1 mL Amp' LB . PCR 2 C-56
C, -5 11 ABI 310
1.3.4

2 625 bp

1.4

ORF open reading frame ORF finder http //www. ncbi. nlm. nih. gov/gorf/ gorf . html

blastp http //www.ncbi.nlm. nih. gov/ fast3 http //www. ebi. ac. uk/fasta3 Wu — blast http //www. ebi.

ac.uk/blast2 Compute pl — Mw hitp //cn. expasy . org/tools/ pi _
tool . html SignalP http //www. cbs. dtu. dk/services/SignalP/

SMART Simple Modular Architecture Research Tool — http //smart.embl — heidelberg. de/smart/

show _ motifs. pl
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ATG -45
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EJOS cDNA

1 gagtgtacatccagaagaggttagagtgaggttactcgegtgacatcgacaacgagteee

61 aaaagtcgtgcatgttcggegacaccacggtggegtacgtegagggtagaccatgeacgt
M F GDTTVAYVEGTRUPCT 16

121 gcceccgagaagtgtatgtatettggtgtgecaggaagggacgategtggegaagactaca
cpPEKCMYULGVPGRDUDI RTGETDY 36

181 ggacgagatcaacgacactgatatgtctgtttggacgecagatactatcgtacceccecte
R T RSTTVLTIO CLU FSGRIRYYIRT®PP 56

241 gttctcgegacceecgacactatcataccctatgacttgeaccaacggetectgggateac
R S RDPDTTITITU®PYDILHI QR RTILTILGS 76

301 ggagaacttcatcgcaccecetgttgtggecacatggtgaaatetacgggtacagtecactt
R RTSSHPCCGHMVKSTSGTVT 96

361 cacgacactggaacgctattcgetacgactggecacggettetgecaattacacectegtet
S RHWNATITIRYDWHGTFT CNYTTLYV 116

421 cgctegacgecacggacagggeacccteegecgeagtettegeagagatgaagegegtgg
S L DATDU RAPSAAVFAEMMEKTRYV 136

481 gtccetgegecacegtettegacagtgtecaccttecacaacgaccctcacaccataatcea
G P CATVFDSVTFHNDUPHTTITI 156

541 acttgacccgegacgeccaacaacaaaagtcagegaacagateggtatcaacggagaggee
NLTIRDANNIEKT S QRTDI RYQRRG 176

601 atgaccgttccecegeaccggegeeccacttggtcaattectetgecggeagacataacgtg
HDRSPHRRPLGAQFULICRZ® QT * 194

661 ctagtgttctggcagaaggactgtctcatectactgageeggggtcatatcacgeteegg

721 tattgccccctgecacatggatatctggatccecegecacctecaceggegetgtggacggt

781 atctgcggtcacttcaactacaacaccacggatgacttctccaccgecacgaggeagate

841 cttcceectggagecatteccegtcaacttecectgacatgeattggegggetecagaccag

901 cgcatcgecccttgecaatgacccaatgatcaccacctecatetgtaacggtaccacgggt

961 gacaagtgcctcctteccacccgaaaccctaaaagacttccaacgegectgeatggactte

1021 ctcactcagctgtteccccageageccaggattgtegactactaccteteeceetgegtg

1081 gccgacctetgettggtgteccaacgtgatgtgaacttcacggtetecetgeeegeette

1141 gtcatcgaggtgctcaaaatgtacaggaacatcacagtgecagecattacgaagaccgeagg

1201 gtcaccccagtattaatggacccaagtatgtcttcgetatggacgacaccactaccaaca

1261 tcceggtegetacggacggeacaaccaccaccageacceeccgtegacgaggacagegete

1321 acaccacccctatccgtegttaatacatacacttgttaactctcaaaacatctgtacact

1381 aacaaattgagaagctaaaaaaaaaaaaaaaaaaaaaaaaaaaaa

2 EJOs

c¢DNA I 2003 24 1 53—56.
RACE ¢DNA ] 2003 38 2 13—15.
. 1 Ers—MIH 1 cDNA Northern J.
2003 10 5 353—358.

16S rDNA J. 2002 12
5 485—490.
Kozak M. The scanning model for translation an update J . J Cell Biol 1989 108 229.

M . 1999.63—064.
M. 2002.110—111.
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group C  lactobacillus rich in selenium group group Se  CCly loading group group CCl, and CCl, plus lactobacillus rich
in selenium group group CCl, — Se . Liver injury was induced by abdominal injection of CCl, on every other day over six
weeks. The blood samples were collected at the 2nd  4th and 6th weeks respectively and the enzyme activities of glutathione
superoxidase GSH - Px  glutathione S — transferase GST  superoxide dismutase SOD  the content of malonddialdehyde

MDA in RBC haemolytic liquid were determined. Effect of lactobacillus rich in selenium on lipid peroxidation damage of red
blood cell RBC in mice with CCl, — loading liver injury were studied. The results showed that during the whole experiment
period there were no obvious differences among the groups for SOD activity GST activity in group Se tended to increase with
the highest values and rose or did significantly as compared with other three groups at the 6th week GST in group CCl, was
low or significantly low to groups C and CCl, — Se there were similar values between groups C and CCl, — Se  GSH — Px activ-
ity in groups C Se and CCl; — Se had no significant differences between each other but group CCl, tended to decrease with
time of CCl; — loading and was low to other three groups after the 4th week. MDA content had no obvious differences between
groups C and CCl, — Se the entire level of MDA in group Se was lower or significantly lower than that of other three groups
group CCl, had opposite changes to group Se. It was suggested that the violent changes of lipid peroxidation of RBC in mice
with CCl; — induced liver injury were confirmed beneficial action of lactobacillus rich in selenium was mediated through the
protection of some antioxidant enzyme activity in RBC.

Key words Lactobacillus rich in selenium Liver injury Red blood cell Lipid peroxidation
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Molecular Cloning and Sequence Analysis of the Full-length ¢cDNA
of a Novel Gene EJOS From the Ovary of Eriocheir japonica sinensis

Ma Changyan' Zhou Kaiya' Zhao Naigang® Wang Zhaohui’
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Abstract A full-length ¢cDNA sequence of a novel gene EJO5  Eriocheir japonica ovary gene 5 EJO5S  GenBank Accession
Number AY185921 from the ovary of Eriocheir japonica sinensis was obtained by RACE. The full-length ¢cDNA sequence of
EJOS is 1 425 bp in size and has an open reading frame of 585 bp encoding a polypeptide of 194 amino acids. The pl/Mw de-
duced from the amino acids sequence is 9.5 and 22 344 respectively. However we were unable to predict the function of EJO5
gene by means of bioinformatics.
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