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Study of Purification Denaturation and Renaturation of xyn|l[’ s
Inclusion Body

Lu Changmei Li Jiying Chen Yang Yuan Sheng

School of Life Science Nanjing Normal University 210097 Nanjing China

Abstract Xynlll was cloned and expressed for the first time in our lab and the purification denaturation and renaturation of
its inclusion body were studied in the present paper. Xynlll inclusion body would be produced in great quantity under 37°C
220 rpm in LB medium added with IPTG to the final concentration of 1 mmol/L and expressed for 3h. Cells were harvested
sonicated and centrifuged after expression under this condition and the pellet crude xynlll inclusion body was washed by 4
successive steps as follows pH 7.5 20 mmol/L Tris — HCl Triton X — 100 pH 7.5 20 mmol/L Tris-HCI combined with 3
mol/L Urea and at last pH 7.5 20 mmol/L Tris-HCl. Xyn [l content in the pellet increased from 37% to 92.4% . This pellet
could be dissolved completely in 8 mol/L Urea. As to the renaturation effects they were similar in 50 mmol/L NaOAc buffer
system at pH 4.5 and in 20 mmol/L Tris-HCI buffer system at pH 7.5 when the inclusion body protein content was from 0.2 to
0.25 mg/mL. This was reported for the first time that inclusion body could be renaturated in an acid condition. The renatur-
ation effect of 20 mmol/L Tris-HCI buffer system at pH 7.5 would be better when the inclusion body protein content decreased
and it did not increased when this renaturation system containing 1 mmol/L DTT or 1 mmol/L EDTA or 2 mol/L Urea or 1
mmol/L xylose etc. Renaturation effect would be the best when in 20 mmol/L Tris-HCI buffer system at pH 7.5 with the inclu-
sion body protein content was 0.01 mg/mlL.
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