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Identification of ACC Deam inase-Contain ing Rhizobacteriim XG 32
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Abstract C lassical physblogical and b bchen calmethods Bbbg and 16SDNA sequentil analysis are
used to dentify the ACC ( Fan nocycbpropane-l-cathoxylatg A CC) dean nase-contaiing thizobacter im
XG32 These hreemethods are compared n i portance of identifying bacteria The results ndicate that
the stran XG32 belongs o P seudomonas fluorescens boovar by physbbgical and b bchem ical dentifica
tbn and thel6SIDNA sequence analyzing
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Pranega
: e 27f 5" — AGAGTTTGATCCTGGCTCAG - 3; 1522¢
5" -~ AAGGAGGTGATCCAGCCGCA - 3,

1.2
1.2.1 HHERNE ot 124 52

( ) [3]
1.2.2 Biobgik %%

[ 4]

1.2.3  16SIDNA 8947 384 | 5

LB 28 °C ., 5000 r/mn , DNA
FasDNA" . PCR : 10x buffer ML, dNTPs( 2. Smmol/L) 4B, M b( 15mmol/L)
31, 27£(0. 5Hmol/L) 1 BL 15221 0. 5 Bmol/L) 1 B, TaqDNA polymerase(5U /ML) 0. 5 BL,
Tanplate DNA 1HL, ddH,0 S0 ML PCR £ 94°C S5mi 94C lmin 55C
Imin 72°C 2mu 30 ,12°C . 16SDNA

1.2.4 R RREFFHH

GenBank 12 16SIDNA , 16SIONA
ClustalX( 1.8) , (E scherichu coli) ,  MEGA version2

K mura2-Paran eter D stance ,  NeighborJonng , 1000

, (Bootstrap)
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2.1 ACC XG32

XG32 LB 28°C 24 h , , , , )
, IB , | XG32 , [ 3] ,

P. fluorescens b bvar
1 ACC XG 32
Tablk 1 M orphobgy physiological and biochan ical characteristics of ACC deam inase-contain ing rhizobacterim XG 32

XG32 P. fluorescens p. mrrugala* XG32 P. fluorescens P, go,mgala*
+ + +
(Hm) 0.6x2.0 0.7~ 0. 8x 0.4x 1.1 + + +
2.0~ 3.0
G- G- G- - -
+ +
- - - + + /-
41C - - - H,S - -
4C + + /d + + +
+ + - P B - -
- - + + /-
PHB - - + +
(Tween80) + - /d - D- + + /d
- - - + + /-
+ + + - + +
D+, 5=, 5 d, 11- 8% ;5 P corrugata [3]
2.2 ACC XG32 Biobg
24h , Bolog s , Al Cutoff
, Bblog , XG32 P cormgata , SM
( , Sinilarity) 0. 632 0.5
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2.3 ACC XG32  16SIDNA
XG32  16SiIDNA 1439 bp GenBank  BLAST
, (1), XG32 , P fluorescens
, 99.7%, XG32 DQ431467.

98| XG32(DQ431467)
Pseudomonas fluorescens(AB204716)
Pseudomonas corrugata(AF348508)
Pseudomonas putida(DQ178233)
Pseudomonas aureofaciens(Z76656)
Pseudomonas viridiflava(Z76671)
Pseudomonas cichorii(Z76658)
Pseudomonas syringae(Z76669)
81— Pseudomonas pseudoalc aligenes(Z76666)
Pseudomonas mendocina(Z76664)
97 Pseudomonas stutzeri(AF143245)
8 Pseudomonas alcaligenes(D84006)
Pseudomonas aeruginosa(Z76672)
Escherichia coli(AY098487)
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Fig.1 Phylogenetic tree derived from the 16SrDNA suquences
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XG32 , (P. fliorescens) (P. corrugata ).
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