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Abstract To cbne geneswhich are rlated to he ovarian deve bpm ent of Chinesem itten crab, the sub tracted lbraries
have previusly been constucted In the present study the cDNA m acroarray was prepared to screen the differentilly
expressed genes and fifty clones dentified fran the Hward subtmcted ¢cDNA lbraly were selected andan ly and se-
quenced In total 167 cbnes whose sgnal difference was> 2 folds were obtaned O f the differentially expressed
clones 104 cbneswere highly expressed i the ovary at stage [, 63 clneswere highly expressed i the ovary at stage
II. Moreover seven ndependent ESTs were obtaned from the Hward subtracted ¢(DNA Ibrary Hanobgy analysis
showed that there arent sequences significantlym atching to these ESI's So theyw ere deduced © be novel EST's and all
of hen were deposited mn dbESI. The accession nunbers are CAS591892 CA591893 C(CA591894 CA591895
CA 591896 CA591897 and CA 591898 respectiely
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2.4
50 R R 7 .7 EST
F359

CTTTGACCTATA CAG CGT CGATCGCA CCA CTGATTTCGATTACTT CIT CGA GCTGCTCCTCCAG CACCAAATCCCCTCCGTCTGGA CCA
GGGA CCTTGCCT CCA CAG CG CCCTATGAAATCCGCG GCTCCAT CA CCAGG TCCGG GGACTCTACGGCAGG CCAAGA CTG CCTCTCG CTG
GAG GCTTCCA CAGACGGCCTCTTCCTCCT CCAGGA CTCTTGCTCCGACCGG AAGGCCGCCG TCTGCGTGG CTCATTGGCAGTA GATAAG
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, cDNA

TTTGT CAA CAA CCTG CTT ATCATTG TGTAAA TAAATGTG CT CCTGAAA AAAAAAA AAAAAAA AAAAAAA AAALl

F386

A CCGCCCA CTG CA CATGGACATCTGGA TCCCCCGCGAACTCTCCG GCGATGT GGACGGTAT CTGCGGCCA CTTCA ACTACAACGCCA CG
GATGACTTCACCGCCG CCACGGGAGA GATCCTT CCCCT CGA GCCATTCCCCGT CAA CTTCCCCGACATG CA CTGG CGG GCTCCAGA CCG
CGCATCGCCCCTTGCA ATGCCCCATGATCACCACCT CCATG TGTAA CGG T

F33

A CCGTTA CA CATGGAGGT GGTTAA CCT GGGGT CATTGCAAGGGG CGATGCGCTGGT CTG GAGCCCG CCAGT GCATGT CGGGGA AGTT GA
CGGGGAATGG CT CGAGG GGAAGGA TCTCTCCCGT GGCGGCGGTGAA GTCAT CCGTGG CGTTGTAG TTGAA GTGG CCGCAGTATACCG TC
CACATCGCCGGAGAG TTCGCGGGGGA TCCAGA TGT CCATG TGCA GTGGG CAGT I

F459

A CAGGA GCG GCCCCAGCAGGT CTTCGTCCA GCA GCA GCCT GAGCCA CCGGTGTTTGTG CAG CCTGAG CCACAGCAGGTGTTTGTGCAGC
CCCAGCCACGCCCCATGTTCCAGATGCTCCCCTCGTT CT CA CAG CAGG CGG CGGTGATCCAGAG CGTCCAG CCGCAAGT GTCTT CCGCC
TGTCCGG CCA CTTA CTCCCTGG TCCA CA CCACCTACCAA GGCCGAGTCTA CCACTCCTCCT GGTG CAA CCTG CCCGGCCA CCGTTTCTC
CCAGTCCGCCG CCAGAGA CTACTGCCGCG GCCT CGG GCGA GGTAA CGG TGATGA ACCAG CG CGG CAG CTTTGA CCTATACA GCGTCCGA
TCGCACTACTG CTTTCGATTACTTT |l

F334

A CCCGTAATATCCA CGGCCATA ACCA CCGGA CCCGCCA CTTCCT CTATAA CCGCCATAGCTT CCGTAG CCG CTG CCGCCTTGA CTCCCA
TA GCCG CCGTCATAA CTTCCA TGGT CG CTA CCGTA GCCG CCGCCATAA CTTCCATA TCCG CTA CCGTA GCCG CT GCCATAACTTCCATA

A CCGCTGCCGTAG CCTCCGTAA CTG CCCCCGGGATGT CCCCCG CCGTAG GACTGGCCGCCATAGCTCCCGTAGCTGGTAAGGCCGCCCC
CGCGTCCCCTA CGG CCATGGCTTGGG TCA GGCATGGG ATTAG CCATA GCGGAGG CCACCAA CA CA CACAGG CAAAGCACGCCGAACACA
G CCTTCGA CATG TTGA CT'TCA AATGTG I

F315

A CCCGCTGCCTTGACTT CCATAA CCG CTG CCATAA CCGGTGCCTTGA CITCCATAA CCG CTG CCGTA CCCGCTGCCTTGA CTTCCATAA
CCGCTGCCATGACTGT CATAACCGTTGT CATAGCCTCCG TAACTGT CTCCGGGA CGG CCCCCG CCGTA GGACTGG CCGCCATAGCTCCC
GTA GCCGGTATGG CTTGGGT CAG GCATGGGATTAG CCATAG CT GCG GCCA CCAACACACACAGGCAAAG CA CGG CGAA CA CAG CCTT CG
A CATG GTGA CTTCAAA ACGTGGG |l

F24

CCCGTTTGAA GTCACCATGT CG CAAGG CT GTGTTCG CCGTGCTTTG CCTGT GTGTG TTGGT GGCCG CAG CT ATGG CTAATCCCAT GCCT

GA CCCAAGCCATACCGGCTACGGGAG CTATGG CGG CCAGTCTTACGGCGGGGG CCGT CCCGGTAGG CAGTTA CGGAG GCTATGG CAG CG
GTTATGG CAGTCATGG CAG CGGTTATGGA AGT CAAGG CAG CG GGTA CGG CAG CGGTTATGGA AGT CAAGG CAG CCGG TTATG GCA GCG G
TTATGGAA GTCAAGG CAG CGGG Tl

2.5
7 EST (SwissPot) 124 155 .7 EST Swisfrot
\ EST, EST
dbEST . EST001( F359 CA591892); EST002( F386 CA591893); EST003( F33 CA591894);

EST004 ( F459 CA591895); EST005 ( F334 CA591896); EST006 ( F315 CA591897); ESTO007 ( F24
CA591898).
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