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Abstract Based on the han obgous protein BLAST result the bsh gene ofLactobacillus planiarum Y 1(975 bp) was an—
plifed by PCR and subcloned no expression vector pkT-28a The constucted recomb nant plasn d pET-28a-BSH was
transfom ed to E scherichia coli BL21( DE3) for express bn under nductbn of IPTG. SDS-PAGE pmwfile ind cated that the
expressed protein mamnly existed i a fom of nclision body The solubility of the expressed protemn was not mproved
when choosing E. coliRosetta (DE3) as the expression host that could supply additbnal RNA for rare codons H ov ev-
er when pLS-IF2 was chosen b constmct the expression p hsn il that contained the fusbn potein tag“ F2”, SDS-
PAGE profik andW estem b bt results showed that the expressed product [F2-BSH jpnction to mprove the solub ility eff+
ciency respectively Thereforg on basis of the fusion tags technology the bsh gene of L. planiarum Y1 was successful
ly cbned and expressed mE. coli, which hid a bundaton of study on bbactiviy and rehtion between structure and
functons of Bile SaltH ydrolase fran Lactobacillus p.
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TagDNA BanHI  Sall T4 DNA DNA marker DL2000
DNA ( ) ;
; Hidlag NOVAGEN ; PVDF M illpore ;
L3 bsh
GenBank (EU 477374), Prmer 5 1 BH
, : : 5-GGG GGATCCATGTGTA CTG CCATAACTTATC-3’ (
BanH [ ); : 5-GGGCICGAGGTTAACTGCA TAGTATTGTGG-3' ( X hol ),
() . e DNA, ,
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Table1 Identities analysi based on the amino acid squence of
’ b BSH proteins fran different L. planarun strains /%
plantarum BSH > ; .,
(98% ~ 100% ). GenBank | L planiurum 80 CARI (AAA25233. 1) 100 99.4 985
(EU477374), 2 L plantanm DM 4229 CABH (Q06115. 4) 99.4 98.5
L. p[antanm Y1 bsh 3 L planiarum WFCS1 BH 1(CAD65617. 1) 99. 1
L planmnm Y1 4 L plaontarum p529 BSH (ACL93397. 1)
, PCR bsh ( 1),
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HM 163165
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37 040. 6
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bsh . 1.4 ,
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[ pET — 28a-BSH ] , Fig.1 Electrophoretic profile of PCR product of bsh gene
SDS-PAGE ,
37 000 , )
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