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Comparison of DNA Extraction Methods From Leaves
of Momordica Charantia ( Cucurbitaceae)
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Abstract: Because of polysaccharides and polyphenolic and other interfering compounds in leaves of Momordica charan—
tia ( Cucurbitaceae) the genomic DNA extraction of methods namly modified CTAB Dneasy Kit and CTAB were com-
pared. Then the quality and purified of extracted DNA was detected and high quality DNA was measured by sequence—
related amplified polymorphism ( SRAP) markers. The results showed that modified CTAB moethod could be used to ex—
tract DNA from leaves of M. charantia with high qulity high purify high relative molecular mass and low interfering
compounds. SPAP markers detection was also shown clear bands and good polymorphism. So the modified CTAB meth—
od was suitable for the extraction of genomic DNA from M. charantia which was also available to further SRAP or other
molecular markers study.
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1
1.1 .
6 KG-M2. N 8 . N N
: EDTA ( Ethylenediaminetetraacetic acid ) \Tris ( Tris ( Hydroxymethyl) amin—
omethane ) .CTAB( Hexadecyl trimethyl ammonium Bromide )~
PVP 40( Polyvinylpyrrolidone ) \B- ~RNaseA Sigma ; .
N N N ; Taq DNA polymerase. DL.2000 DNA Marker =~ DL500 DNA
Marker TaKaRa ; SRAP .
: ( Centrifuge 5430R Eppendorf ) PCR  ( Mastercycler Pro S Eppendorf
). ( Biorad ) UVP ( UVP GSD-8000 UVP )
1.2 DNA
1.2.1 CTAB
CTAB CTAB DNA (1) 1.0
g ( PVP 40) 1 (2) 700 wL
CTAB 65°C lh 1 (3) 10
min 7 000 rpm 10 min; ( 4) Vi )= W( ) U ) =25:24:1
2 (5 1/10 5 mol/L Nacl 2/3 -20C
30 min ~ 60 min DNA 7 000 rpm 10 min; ( 6) 70% 2 TE
RNA  37%C 30 min ~60 min 200 pL (7) W( )= ( ) =24:
1 (8) 2 -20C 30 min ~ 60 min DNA 7 000 rpm
10 min; (9) 70% 2 TE -20C
1.2.2 QIAGEN
Dneasy Plant Mini Kit ( QITAGEN) DNA
QIAGEN
1.2.3 CTAB
CTAB DNA Doyle DNA 2
1.3 DNA
1.3.1 DNA
1% ( Ethidium bromide EB) DNA
UVP GSD-8000 N
1.3.2 DNA
DNA TE 230 nm+260 nm 280 nm
OD,g, /0Dy~ OD,e /OD 5 DNA 0D, /0D, 1.8
<1.8 >1.8 RNA DNA . 0D, /0D,
>2.0 <2.0 N NN .
: DNA (g/mL) =0D,, x N( ) x50 DNA
1.3.3 SRAP-PCR
DNA SRAP PCR . SRAP Me4: 5°-

TGA GTC CAA ACC GGA CC37; Em4: 5°-GAC TGC GTA CGA ATT TGA3".



DNA

SRAP-PCR 25 L :1 x PCR buffer 2. 0 mmol/L MgCl, 200 pwmol/L dNTPs 0.4 pwmol/L
50 ng DNA 1U Taq . PCR 194°C 5 min 94°C 1 min 36°C 1 min
72°C 1 min 5 94°C 1 min 51°C 1 min 72°C 1 min 30 72°C
7 min 4°C . SRAP-PCR 0.5g/LEB  2.0% 5 V/em
DIL2000  DNA marker UVP GSD-8000 \
2
2.1 DNA
CTAB DNA
. 1% (1) DNA
RNA
DNA 1 000 bp
QIAGEN CTAB
DNA N DNA M. DL2000 DNA Marker;1. 2 & CTAB % ;
( 1. CATB DNA 2. QIAGEN &7 #1174 ;3. CTAB %
DNA DNA DNA Bl 1 7A[E DNA I % RR#KE#H KG-M2 £EA
CATB CTAB DNAK) B ik Bi%
DNA DNA Fig.1 Agarose gel electrophoresis atlas of M. charantia
cultivar KG-M2 DNA extracted with different methods
DNA( 1).
2.2 DNA
CTAB DNA 260 nm 280 nm
0D,y /0D, 1 0D,y /0D, 1.80 ~1.90 CTAB
DNA RNA DNA 200 pg/mL
SRAP DNA .
1 CATB QIAGEN DNA
Table 1 DNA concentration and purity extracted from M. charantia cultivars
by modified CTAB and Dneasy Kit method
DNA ( pg/mL) Dygy nm/OD,g, nm Dygy nm/OD,3, nm
CTAB QIAGEN CTAB QIAGEN CTAB QIAGEN
KG - M2 430 274.5 1. 89 1.92 2 1.98
481.5 317 1.82 1.71 2.25 2.29
8 394.5 215 1.87 1.75 2.2 1.79
476. 5 292.5 1.83 1.87 2.13 1. 85
426 234 1. 85 1. 81 2.08 2.12
434.5 268 1. 81 1.77 2.11 1.93
QIAGEN DNA DNA CTAB
DNA SRAP DNA
CTAB DNA DNA DNA
DNA DNA
2.3 DNA  SRAP -PCR
CTAB QIAGEN DNA 2 SRAP
PCR . QIAGEN DNA CTAB DNA
CTAB DNA ( 2) CTAB DNA
SRAP DNA
3
N DNA
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Fig.2 PCR amplification results of SRAP primer
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