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Cloning and Application of Human p16™% cDNA
Probe in the Study of Non-small Cell Lung Cancer

Cao Xiangrong Li Shufeng Zhang Xiran
College of Life Science Nanjing Normal University Nanjing 210097 PRC
Abstract Preparation of total RNA cloning pl6 ¢DNA Southern Blot and in situ hybridization were used to study non-small
cell lung cancer tissue. The Cloned pl6 cDNA was proved by enzyme digesting. The deletion rate of pl6™ gene exon 2 was
12.9% 4/31 in non-small cell lung cancer tissue by Southern blotting for PCR products. pl6™* gene transcription
negative rate of 22.6% 7/31 was confirmed by in situ hybridization analysis with pl6™* ¢DNA probe. The result indicated
that the cloned pl6™* cDNA was correct pl6™“ gene alterations plays a role in the development and progress of non-small

cell lung cancer.
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