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1.3 mtDNA
18
2
2.1 mtDNA
Hind NI EcoR 1 Bgl 1 BamH 1 Xba 1 Xho 1 Sal 1 Bgl 1 Pst T ~ Puu 11
mtDNA 643331101 4
1 mtDNA
Pst 1 16.49 16.49 16.50 16.50 16.48 16.48
Xho I 16.49 16.49 16.50 16.50 16.48 16.48
Sal 1 16.49 16.49 16.50 16.50 16.48 16.48
BamH 1 8.43 4.37 3.69 16.49 8.44 4.38 3.70 16.51 8.43 4.36 3.68 16.47
EcoR1 7.79 4.16 3.36 1.17 16.48 7.80 4.17 3.36 1.17 16.52 7.80 4.16 3.35 1.17 16.48
Xba 1 7.27 6.7 2.50 16.48 7.27 6.72 2.51 16.50 7.26 6.71 2.50 16.47
Bgl 1 7.09 6.22 3.17 16.48 7.10 6.21 3.17 16.48 7.10 6.21 3.16 16.47
Pou 11 5.86 5.01 2.98 2.64 16.49 5.87 5.02 2.99 2.63 16.52 5.86 5.01 2.97 2.62 16.46
Hind 111  6.38 5.28 2.35 1.11 0.68 0.68 16.48 6.40 5.28 2.36 1.10 0.68 0.68 16.50 6.39 5.27 2.35 1.11 0.68 0.68 16.48
Bgl I No site No site No site
2.2 mtDNA
2.2.1 mtDNA
Pst 1 BamH 13 18.62% 69.74% 96.24% EcoR 14
5.09% 25.49% 32.58% 79.85%  Xho 1 70.47%  Bgl 1
7.34% 50.36% 69.60% Pou 11 0.86% 16.86%
47.24% 82.78%  Sal 1 88.23%  Xba 1 35.01% 75.73%
90.90%  Hind 11 16.38% 55.10% 61.83% 65.96% 80.22% 84.34%  Bgl 1l
2.2.2 mtDNA
Pst 1 Sal 1 88.48%  Xho 1 70.48%  BamH 1
3 18.59% 69.71% 96.24% EcoR 1 4 5.14% 25.48%
32.57% 79.78%  Xba 13 35.09% 75.82% 91.03%  Bgl 13
7.40% 50.49% 69.72% P 1l 0.96% 16.89% 47.27% 82.80%  Hind
11 6 16.30% 55.09% 61.76% 65.88% 80.18% 84.30%  Bgl 11
2.2.3 mtDNA
Pst 1 BamH 13 18.52% 69.70% 96.17%  EcoR 14
5.04% 25.38% 32.47% 79.80%  Xho 1 70.41%  Xba 1
3 35.03% 75.78% 90.95% Bgl 1 3 7.35%
50.45% 69.64%  Puu 114 0.91% 16.83% 47.27% 82.87% Sal 1
88.28% Hind 111 16.27% 55.01% 61.75% 65.87% 80.14%
84.27%  Bgl 1l
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Study on Mitochondrial DNA of Feng Carp and Its Parents
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Abstract The mtDNA from liver of Feng carp Xingguo red carp and Scatter scaled mirror carp has been isolated and purified
by density gardient centrifugation and RNase digestion. They were analyzed with 10 kinds of restriction endonuclease which were
Hind 11 EcoR 1 Bgl 1 BamH 1 Xba 1 Xho 1 Sal 1 Bgl 11 Pst I and Pyu II. The molecular weight of Feng carp mtDNA is
9.88x 10° about 16.49 kb and that of Xingguo red carp is 9.89 x 10° about 16.50 kb and Scatter scaled mirror carp is
9.87 x 10° about 16.48 kb. The digested sites of the enzymes are 6 4 3 3 3 1 1 0 1 and 4 respectively. Based on results of
single and double enzyme digestion the restriction maps of Feng carp Xingguo red carp and Scatter scaled mirror carp were es-
tablished. The results showed that the genetic divergence among those 3 strains of common carp is exceptionally low.
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