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Analysis of G enetic Diversity of E bp ichthys banbusa by AFLP M arkers
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Abstract Genetic dversily of awild populatbns and a cu ltured population ofElop ichihys bambusa w as investigated using
amp lified fragm ent length polym orphism (AFLP). Thew id populaton w as collected from Suzhou area of Y angize R wer
and the cultured popuhtonw as hatchery-reared offspring of wild caught ind viduals fiom the same area Six EcoR I and
M sel prim er can binations produced 47 polymoiph icmaikers out of the total 0313 bands an plified from 47 total ind v i
uals The proportbns of polynorphic beiof thew ild population and the culured population were 13.42% and 8 3 V0,
respectvely These Shannon’ s infom atbn ndex and average hete wzygosity were 0. 054 and 0. 032, 0. 341 and 0. 199
respectively The resulis showed that there was a little differentiaton i the genetic d vesity ndex of these wo popula-
tons Gst value and Shannor’ s infom atbn ndex ndicated that there was som e genetic differentiaton betv een popula-
tons The UPGM A tree based on AFLP data supported this result In this paper the results of AFLP analysis ind icated
that wo populations of E.  bam busa presented bwer genetic divewsiy Moreover some genetic differentition were
showed betveen two populatbns and the cultured populaton w illm aybe fom stabk owe genetic stucture by mult+gen
eration artificil breed ng
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] Table1l Adaptor and priner sequences used in AFLP analysis
EcR1 12 M sel 926 , Primer Sequ ence
( I ) ’ Adapters
> > E coR1 5-CTCGTA GACTGCGTA CG-3
E3M 47 E33M59, E3M6], 5-AATTGG TACGCA GTCTA G-3'
E3M61 E3M49 E39M 61 6 M sel 5-TACTCA GGACTCAT-3
’ 5-GACGTGAGTCCTGA G-3’
4. o 60W
, [ 12] . Pre-am p lification prim er
1.4 EcoRI+ 1 5-GACTGCGTACCAATTC-3
' AFLP M sel+ 1 5-GATGAGTCCIGA GTAA-3
, 1, 0] Q1 Selective an plification p i er
AFLP EcoRI+ 3
E35 5-GACTGCGTACCAATT CA CA-3
E38 5-GACTGCGTACCAATT CA CT-3
P, = n;/n i i E39 5-GACTGCGTACCAATT CAGA-3
,n Msel+ 3
P - / M 47 5-GATGAGT CCTGA GTAA CAA-3
- M 49 5-GATGAGT CCIGA GTAA CAG-3
100% M 59 5-GATGAGT CCIGA GTAA CTA-3
S, = 2V, /(N, +N, ), N, _Mel S-GATGAGTCCTGA GTAA CIG-3
X y ’ NA' N} X y
D=1-8 S .
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(60~ 700 bp). 313 , 2 100%
266 (84.9%% ), 2 AFLP . \
2 64, 4~ 12, 8. 16% ~ 23. 0% (
2). 2 (P>0.05). 1 E39M 49
2

Table 2 Number of bands generated by prin er combinations

( ) ( )

Priner n of toll n of total pokmormphic bei n. of polymomphic loci (p. of all pokmorphic bci)
canb in ation anplified bci (p of all polymorphic loci) W F,
E35M47 64 9(14. 06% ) 7(10. 94% ) 6(9. 38% )
E35M 59 57 9(15. 7% ) 7(12. 28 ) 6(10. 53% )
E35M61 42 S(11.90% ) 4(9. 5% ) 4(9. 2% )
E38M61 52 12(23. 09 ) 12(23. 08 ) 7(13. 46% )
E39M 49 49 4(8. 166 ) 4(8. 166 ) 1(2. 4% )
E39M 61 49 8(16. 3% ) 8(16. 3% ) 2(4. 08% )
otal 313 47(15. 02 ) 42(13. 420 ) 26( 8. 31% )
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Fig.l1 AFLP band patterns generated by primer combinations
E39M49 in Elopichthys bambusa
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Table3 The genetic sinilaritieswithin and betw een popuhtions and he genetic distances

and Shannon’ s index betw een the two popuhtions

W F, W - F,

Genetic sim ilarity Average 0.9813 0.989 1 0. 9835

M ax mum 0.9950 0. 998 3 0. 9983

M inim um 0.9675 0. 976 5 0. 9675

@ 0.005 1 0. 004 5 0. 0057

® / / 0.0121

Shannon’ s Shannon’ s ndex 0.054 4 0 0320 0. 0892
® 0.034 1 0. 0199 0. 0574

Gs® / / 0. 1316

: @ Standand deviation @ G enetic distance betw een populations®@ Average heterozygosity @ C oefficient of gene differen tiations

2.4 2

313
, 0
100%

2

275(87. 86% )

B

10%

Do

, 100% ,

UPGMA

MEGA3.0 47
( 3, 2 ,

o]
*2
3
o]
o]
e8
e9
e]
°]
11 s o
]
2
*]
® 1
*6
]
*2
*2

HAOO oo NO

(F=E

30~39 50~59
B 3 R R R %

B2 yFHEIRBEFAREMERRNBERGANSH
Fig.2 Distributions of amplified loci in different frequency intervals
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Fig.3 UPGMA dendrogram of 47 individuals of

Elopichthys bambusa(1-26: W, 27-47: F))
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