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Developm ent and Potential App lication of a Nested PCR for the
D etection of W hite Spot Syndran e Virus in Procambarus C lrkia

LiW enjie Zhou Guoqin, Zhu Feili W ang W eidong Zhou Guoping

(Nanjing Center for Control and Preventon of Aquatic Anmal Infections D isease
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Abstract Four specific prines W, W,, S, andS,, were designed according to the VP28 gene sequences of 3 w hite spot
syndom e vius (WSSV ) strains deposited n the GenBank PCR detecting the VP28 gene of W SSV fiom Procan baws
clark ii was estab lished after selction of the optin al reaction cond itbns  Sensitivity of the first and second amp lificatons
by the nested PCR was36ng and36 pg respectively Among 9 clnical Procan baws chikiisanples to be tested by nes—
ted PCR, therew as no positive case detected by the fist PCR amp lificatons w ih primersW, and W,, and one W SSV
positive case detected by the second PCR amp lificationsw ith priners S| and S,. The results showed that the nested PCR
establshed by ths suudy wasmuch more suitab le than the one step PCR for the detection of WSSV i Procanbarus clar-
kii
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Fig.2 Sensitivity analysis of the first PCR assay
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Fig.3 Sensitivity analysis of the second PCR assay
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Fig.4 Specific analysis of the first PCR assay Fig.5 Specific analysis of the second PCR assay
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Fig.6 Detection of the clinical samples by nested PCR assay
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